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Progress of function studies of ZTL/FKF1/LKP2 proteins family in Arabidopsis
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Abstract ; Plants use a variety of receptors to sense changes in the external environment to regulate their growth and
development. In Arabidopsis, plants primarily perceive blue light through cryptochromes and phototropins.
ZEITLUPE (ZTL), FLAVIN-BINDING KELCH REPEAT F-BOX1 (FKFI), and LOV KELCH PROTEIN2
(LKP2) proteins family also function as a blue light receptor to involve in various developmental processes. Due to
its special protein structure, it plays an important regulatory role in plant photoperiodic flowering, rhythm, and
photomorphogenesis. Recently, the ZTL/FKF1/LKP2 protein family was found to be involved in plant stress
response. This paper reviews the research progress of the biological functions of ZTL/FKF1/LKP2, and summarizes
and discusses its mechanism.

Keywords:ZTL; FKF1; LKP2; Photoperiodic flowering; Circadian clock; Arabidopsis
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Fig.1 Protein structures of ZTL/FKF1/LKP2
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Fig.2 ZTL/FKF1/LKP2 mediate light regulation of circadian clock proteins stability
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Fig.3 Function of FKF1 in the control of photoperiodic flowering
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