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Meta analysis of the relationship between overexpression of miR-21 and
prognosis in patients with pancreatic cancer
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Abstract : To evaluate the correlation between the overexpression of miR-21 and the prognosis of pancreatic cancer,
we search of PubMed, EMBASE, Google, scholar, VIP, CNKI database, which has been published on the
overexpression of miR-21 and prognosis of pancreatic cancer related literature, the quality of the original documents
evaluation according to the requirements of meta analysis, statistical analysis is performed using STATA V12.0
software to study the effect of the amount of. Results show a total of 4 articles (300 cases) are included, and the

overall survival rate (OS) HR is 1.26 (95%CI.1.08—-1.47, P<0.05). We draw conclusions that a risk factor for

the prognosis of pancreatic cancer is high expression of miR-21.
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Table 1 The basic information of includedresearches

lE4 T H #8147 HEZE WA BEVETEL IS TWIRS Gtk aveal AU L (HR)
Mary 2008 USA 80 60 qRT-PCR multivariate analysis 08 AP
Petra 2015 Europe 74 45 qRT-PCR multivariate analysis 0S reported
Wang 2015 China 65 32 qRT-PCR multivariate analysis 0S AP
Elisa 2010 USA 81 36 qRT-PCR multivariate analysis 0S reported
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Fig.1 The flow chart of the process of literature retrieval
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Study ID HR(95% CT) Weight (%)
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Fig. 2 miR-21 high expression of meta analysis of the realationship with the prognosis of pancreatic cancer ( forest)
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Fig.3 miR-21 high expression of meta analysis of the relationship with the prognosis of pancreatic cancer ( funnel )
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