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Abstract; Nowadays, tumor incidence is high up to 285.91 in one hundred thousand, and six patients are
diagnosed with malignant tumor every minute. Therefore, the early tumor diagnosis becomes more and more
important. With the development of molecular biology and immune diagnosis technology, researchers pay more
attention to specific marker screening for tumor diagnosis and prognosis. As the executant of many biological
functions in vital movements, protein can reflect hereditary information directly, and protein expression profile is
much clearer than gene expression profiling in reporting biological function mechanisms. According to the biological
traits of protein, we summarized several techniques of tumor protein marker in clinical screening, including 2-D gel
electrophoresis, matrix-assisted laser desorption/ionization-time-of-flight-mass-spectrometry, surface enhanced laser
desorption/ionization-time-of-flight-mass-spectrometry and protein chip. At last, we put forward expectations of
tumor protein marker screening.
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