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Study on the expression and diagnostic significance of microRNA-152 and

microRNA-602 in hepatocellular carcinoma

ZHOU Yibing
(Jiamusi Center Hospital General Surgery ,Heilongjiang Jiamusi 154002, China)

Abstract : To explore the application value of microRNA-152 and microRNA-602in the diagnosis of liver cancer and
evaluation of therapeutic effects. The serum microRNA was extracted, and the levels of circulating microRNA-152
and microRNA-602 were quantified by real-time quantitative RT-PCR. Expression differences of microRNA-152 and
microRNA-602 were analyzed in every experimental groups. Results show the expression level of the HBV positive
hepatocellular carcinoma microRNA-152 was significantly lower than that in the healthy group(p<0.05) , while the
expression level of microRNA-602 was higher than that in the healthy group (p<0.05). It is speculated that
microRNA-152 and microRNA-602 may be employed as novel serum markers for the diagnosis of HBV-positive liver
cancer and microRNA-152 may be employed as novel serum markers for the evaluation of therapeutic effect.
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Figl. MicroRNA-152 in HBV positive liver cancer rt-pcr
electrophoresis figure in experimental group
TE : Healthy  fH XS R4 ; Pre . RFT4L; Post: RJF 4L,

Notes: Healthy; Healthy controls; Pre: preoperative group; Post:
postoperative group.
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Fig.3 MicroRNA-152 in HBV positive expression in the
experimental group of liver cancer

TE AR IR 0= 15, RETAL:n = 11 ARG AL n = 115 RN HRAL - A
Hi4 :p<0.05 ; RATH- ARG . p<0.05 ; flt BN IR 2 - AR J 25 . p>0.05
Notes ; Healthy controls: n = 15; Preoperative group:n = 11; Postoperative
group: n = 11; Healthy controls-Preoperative: p < 0. 05; Preoperative-

Postoperative : p<0.05 ; Healthy controls-Postoperative ; p>0.05.
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Fig2 MicroRNA-602 in HBV positive liver cancer rt-pcr
electrophoresis figure in experimental group
1 : Healthy . fH X B2 ; Pre . KAl ; Post: RJ5 4.,
Notes: Healthy; Healthy controls; Pre: Preoperative group; Post:

Postoperative group,
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Fig4 MicroRNA-602 in HBV positive expression in the
experimental group of liver cancer

FE ARSI LL 0= 15 R AT = 1 ARG AL n = 11 (R ARAL-A
Hi4 :p<0.05; RATLH - ARG 20 : p>0.05 ; il X IR 20 - A J 40 :p<0.05
Notes ; Healthy controls: n = 15; Preoperative group:n = 11; Postoperative
group: n = 11; Healthy controls-Preoperative; p < 0. 05; Preoperative-

Postoperative ; p>0.05 ; Healthy controls-Postoperative ; p<0.05.
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Fig.5 MicroRNA-152 in HBV negative liver cancer rt-pcr
electrophoresis figure in experimental group
TE : Healthy ; fH XS IR 4 ; Pre . R T4 ; Post: RJF 4L,
Notes: Healthy; Healthy controls; pre: Preoperative group; Post:

Postoperative group.
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Fig.7 MicroRNA-152 in HBV negative expression in the
experimental group of liver cancer

TE AT IRAL 0= 15, RETAL:n = 11 ARG AL n = 115 B HRAL - A
B4 :p>0.05 ; RETH ARG :p>0.05 ; flt FEXT IR 2 - AR J5 20 . p>0.05
Notes ; Healthy controls: n = 15; Preoperative group:n = 11; Postoperative
group: n = 11; Healthy controls-Preoperative; p < 0. 05; Preoperative-

Postoperative : p<0.05 ; Healthy controls-Postoperative ; p>0.05.
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Fig.6 MicroRNA-602 in HBV negative liver cancer rt-pcr
electrophoresis figure in experimental group
TE : Healthy . fg FE X B4 ; Pre . RTiT4L; Post: RIS 41,
Notes: Healthy: Healthy controls; Pre: Preoperative group; Post:

Postoperative group.
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Fig.8 MicroRNA-602 in HBV negative expression in the
experimental group of liver cancer

TF X A n = 15, R AT AL s n= 11 RIS 4L n = 10 HEEE G IR 2 - A
B4 :p>0.05; RATLH - ARG 2H :p>0.05 ; il FE Xt IR 20 - A5 40 :p>0.05
Notes ; Healthy controls: n = 15; Preoperative group:n = 11; Postoperative
group: n = 11; Healthy controls-Preoperative; p < 0. 05; Preoperative-

Postoperative : p<0.05 ; Healthy controls-Postoperative ; p>0.05.
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