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Design of database system in identification of rice species

LI Xisheng,MA Ying "
(School of Food Science and Engineering Harbin Institute of Technology, Harbin 150090, China)

Abstract;In order to share data by internet technology and develop functional platform based on DNA fingerprint
information to identify rice species, a database system of northern japonica rice variety identification was designed.
According to the information in the database, four tables were determined; according to the analysis of functional
requirements , four functional modules were designed including user management, northern japonica DNA fingerprint data
management , northern japonica DNA fingerprint data query and identification of japonica rice varieties. The system’s user

interface was designed to the next step to achieve the database system.
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Fig.1 Outline of the database system in
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Fig.2 The function of the database system
identification of rice species
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Fig.3 The system login design
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Fig. 4 The main interface design
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Fig.6 Analysis design of identification of japonica rice varieties
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