YRR

Chinese Journal of Bioinformatics

128 F2 W
201446 H

Vol.12 No.2
Jun.,2014

doi;10. 3969/j.issn.1672-5565.2014.02.07

ETF4EYMEE¥H HERV IR WK ELXRER

whLiE, B2l X R, KEHT

(PI&ACH R T 5158 TR2EE, V54 710049)

W OB FRARIEE, ANERS TR E(HERV) P KRR EEZ F 7| (LTR) R EE A X F (ewv) 5§ HEE 7 ¥ £k X &
FY, RXWRTY HERV BN RIRE R EHES, NEWELFAEXN LTR ¥ B3 7.2 REHF A (Polyd) 555
BTN XA T LR eno AN R EANGI X (ISD)HAT T EA T, HH ERTHMEESERELRN R RAEE
EEAWEZIG P RREER, LK R N HERV G EERERAXRAAR MR L G#YS, B R R, U B R LR &
BB A by B A R b A

KB ANFERILETRE KKREEFH B/ F ZRREMEST ARIHKX

FE 452K S . TP183 X HERFRERD . A XERE.1672-5565(2014) -02-117-06

Bioinformatics research and development of HERV
HAN Jiugiang, LU Hongqiang* , LIU Jun, ZHANG Shanxin
(School of Electronic and Information Engineering, Xi’ an Jiaotong University, Xi’ an 710049, China)

Abstract : Recent studies have confirmed that long terminal repeats (LTR) and the envelope gene (env) of human
endogenous retroviruses (HERV) are closely related to aberrant gene expression. In this paper, the situations and
development trends of domestic and foreign research on HERV were elaborated. The promoter, polyadenylation
(PolyA) signal, enhancer and other cis-acting elements of LTR as well as immunosuppressive domain (ISD) of env
in HERV were analyzed in the perspective of bioinformatics. It was suggested that the elements and potential
functional domain, which play important roles in the abnormal gene expression and immunosuppression of envelope
proteins, will become the focuses and trends of future research on the relationship between HERV and abnormal
gene expression. It is hoped that these studies will be helpful to theoretical foundation for early diagnosis and
selection of treatment target site of cancer.
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Fig.3 Proportional regulation of cis-acting elements of LTR transposons and the human genome
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