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［２２］　ＢａｔｔｉｓｔｕｔｔａＲ，ＬｏｌｌｉＧ．Ｓｔｒｕｃｔｕｒａｌａｎｄｆｕｎｃｔｉｏｎａｌｄｅｔｅｒｍｉｎａｎｔｓｏｆ

ｐｒｏｔｅｉｎｋｉｎａｓｅＣＫ２ａｌｐｈａ：ｆａｃｔｓａｎｄｏｐｅｎｑｕｅｓｔｉｏｎｓ［Ｊ］．ＭｏｌＣｅｌｌ

Ｂｉｏｃｈｅｍ，２０１１，３５６（１－２）：６７７３．
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