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Two-dimensional gel electrophoresis and mass spectrometry database for

rice proteomics research constructed by make2D - DB II Package
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Abstract ; A two-dimensional gel electrophoresis and mass spectrometry database for rice proteomics research named
Rice2DDB has been constructed by means of Make2D-DB II Package, which provides a data management and ex-

change platform for rapidly developing rice proteomics research. The database constructing methods and steps are

introduced in this paper that will be useful references for proteomics research on other species.
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Fig. 1  The software platform to run Rice2DDB database
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